. Alignment of eight conserved regions of the SPT promoter regions of AtSPT (Arabidopsis thaliana), BoSPT (Brassica oleracea) and BrSPTa and BrSPTb (Brassica rapa). Residues conserved in 3 or 4 sequences are shaded grey, and gaps are indicated by a hyphen.
Putative Auxin Response Elements (AuxREs) (boxed) and adjacent E-boxes (magenta) at locations 1, 2 and 3 are indicated (antisense at location 1). Also highlighted are a CCAAT box (green), a Y patch (cyan), a TCP binding site (red), a TATA box (yellow), the start of transcription (red text), and a GA element (dotted underlined). The likely commencement of translation (underlined) is shown. For AtSPT, this may occur at +41 (purple text) or +86 (blue text). For Brassica SPT genes, the first methionine codon is equivalent to the second in Arabidopsis. 
